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Title: Dissecting tumor heterogeneity and microenvironment using single-cell
and spatial technologies

Abstract:

Single-cell technology is a powerful tool to uncover the tumor heterogeneity and
the cell state of microenvironmental components in the last decades. Recently,
rapidly developing single-cell even subcellular resolution spatial technologies
are beneficial to underlying tissue architecture and cell-cell interaction within
tumor niches. The presentation will briefly introduce the development of single-
cell and spatial technologies and discuss how to use spatial transcriptome for
systematically investigating the heterogeneity of particular tumor regions,
revealing the evolutional regularity of tumor cells and the mechanism of
microenvironment reshaping, during tumor progression at a high-resolution,
and the potential applications in the clinical scenario.



